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MOLECULAR CHARACTERIZATION OF THE EXON/INTRON SPLICING SITES 
OF THE GENE ENCODING THREONINE DEHYDRATASE/DEAMINASE 
David T. Hinkle, George S. Mourad 
(George S. Mourad, Assistant Professor of Biology) 
Department ofBiology 
Recently several genes have shown a non canonical exon/intron splicing site. To identify 
the splicing sites for the gene encoding threonine dehydratase, we used the polymerase 
chain reaction (PCR) approach to amplify the genomic sequences from genomic DNA. 
We designed a pair of anchored oligonucleotide primers such that one of the primers 
included an Xba I site at its 5' end and the other primer included an XJzo I site at its 5' end. 
Upon PCR amplification, a 2.6 kb DNA fragment was produced which was cloned into 
the vector pBluescript. We are currently sequencing this 2.6 kb fragment to identify the 
exon/intron splicing sites. 
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